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Figure 1. The location of the studied stations
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Table 1. Characteristics of the study sites
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Table 2. Primer compounds used in the selective amplification stage
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Figure 2. A- DNA sample extracted on agarose gel. B- The product sample of the polymerase chain reaction of
the pre-selection step on 1.2% agarose gel. 1- Sefidsangan, 2- Gisoom, 3- Blourdekan, 4- Sarchesheme Chalus,
5- Watershed Chalandar Nowshahr, 6- Kashpel fountain of Chamestan, 7- Darabkala, 8- Afratakhteh, 9- Deland,
10- Galiksh
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Figure 3. Acrylamide gel profile of E-GTG+ M-CTT starting compound
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Table 3. The results of examining 10 genotypes of evangelical plant using aflp markers
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Table 4. Analysis of molecular variance in evangelical populations using AFLP marker primers
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** Significant at the one percent level (P<0.05).
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Table 5. Cophenetic coefficients resulting from algorithms with similarity coefficients
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Table 6. The matrix of Jaccard similarity coefficients based on the data obtained from the AFLP marker
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Figure 4. Dendrogram resulting from the grouping of 10 evangelical populations through UPGMA algorithm and
Jaccard similarity coefficient using AFLP marker
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Table 7. Breakdown into main components related to aflp marker
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Abstract

Parrotia persica, a native species of the Hyrcanian forests, is distributed from the west to the east of
the forests of northern Iran. This study investigated the genetic diversity of Parrotia persica using
molecular information from populations collected from three habitats in Gilan, four habitats in
Mazandaran, and three habitats in Golestan. Using the Amplified Fragment Length Polymorphism
(AFLP) marker, 826 bands were obtained, with more than 90% of the bands being polymorphic. The
mean content of polymorphic information (PI1C) and marker index (MI) were calculated to be 0.24 and
22.4, respectively. Cluster analysis based on the Jaccard similarity coefficient and Unweighted Pair
Group Method with Arithmetic Mean (UPGMA) algorithm revealed a wide variety in the collected
samples. Based on the Jaccard similarity coefficient, the range of genetic similarity varied from 0.26 to
0.44. The results of the molecular analysis of variance (AMOVA) showed that 21% of the total genetic
diversity in Parrotia persica populations was due to genetic diversity between the populations of the
three provinces of Golestan, Mazandaran, and Guilan. Genetic diversity within the populations of the
habitats accounted for 79%. It can be concluded that there is no difference between the populations
based on the diversity of molecular information, but there is diversity within the populations. The
diversity among the evangelical populations seems to be more influenced by the environment than
genetically. However, for a more accurate conclusion, it is suggested that different ecotones of the
population be examined with molecular markers.
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